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3 <110> APPLICANT: Liu, Wei 

4 Wu, Leeying 

6 <120> TITLE OF INVENTION: COMPOSITIONS, ORGANISMS AND METHODOLOGIES EMPLOYING A NOVEL 

HUMAN 

7 KINASE 

9 <130> FILE REFERENCE: AM101072 
C— > 11 <140> CURRENT APPLICATION NUMBER: US/10/679,366 
C~> 11 <141> CURRENT FILING DATE: 2003-10-07 

11 <160> NUMBER OF SEQ ID NOS: 168 

13 <170> SOFTWARE: Patentln version 3.2 

15 <210> SEQ ID NO: 1 I/) 

16 <211> LENGTH: 5199 0[ 

17 <212> TYPE: DNA -A 

18 <213> ORGANISM: Homo sapiens 1 

20 <400> SEQUENCE: 1 

21 atgtctggag aagtgcgttt gaggcagttg gagcagttta ttttggacgg gcccgctcag 60 
23 accaatgggc agtgcttcag tgtggagaca ttactggata tactcatctg cctttatgat 120 
25 gaatgcaata attctccatt gagaagagag aagaacattc tcgaatacct agaatgggct 180 
27 aaaccattta cttctaaagt gaaacaaatg cgattacata gagaagactt tgaaatatta 240 
29 aaggtgattg gtcgaggagc ttttggggag gttgctgtag taaaactaaa aaatgcagat 300 
31 aaagtgtttg cca,tgaaaat attgaataaa tgggaaatgc tgaaaagagc tgagacagca 360 
33 tgttttcgtg aagaaaggga tgtattagtg aatggagaca ataaatggat tacaaccttg 420 
35 cactatgctt tccaggatga caataactta tacctggtta tggattatta tgttggtggg 480 
37 gatttgctta ctctactcag caaatttgaa gatagattgc ctgaagatat ggctagattt 540 
39 tacttggctg agatggtgat agcaattgac tcagttcatc agctacatta tgtacacaga 600 
41 gacattaaac ctgacaatat actgatggat atgaatggac atattcggtt agcagatttt 660 
43 ggttcttgtc tgaagctgat ggaagatgga acggttcagt cctcagtggc tgtaggaact 720 
45 ccagattata tctctcctga aatccttcaa gccatggaag atggaaaagg gagatatgga 780 
47 cctgaatgtg actggtggtc tttgggggtc tgtatgtatg aaatgcttta cggagaaaca 840 
49 ccattttatg cagaatcgct ggtggagaca tacggaaaaa tcatgaacca caaagagagg 
51 tttcagtttc cagcccaagt gactgatgtg tctgaaaatg ctaaggatct tattcgaagg 



900 
960 



53 ctcatttgta gcagagaaca tcgacttggt caaaatggaa tagaagactt taagaaacac 1020 

55 ccatttttca gtggaattga ttgggataat attcggaact gtgaagcacc ttatattcca 1080 

57 gaagttagta gcccaacaga tacatcgaat tttgatgtag atgatgattg tttaaaaaat 1140 

59 tctgaaacga tgcccccacc aacacatact gcattttctg gccaccatct gccatttgtt 1200 

61 ggttttacat atactagtag ctgtgtactt tctgatcgga gctgtttaag agttacggct 1260 

63 ggtcccacct cactggatct tgatgttaat gttcagagga ctctagacaa caacttagca 1320 

65 actgaagctt atgaaagaag aattaagcgc cttgagcaag aaaaacttga actcagtaga 1380 

67 aaacttcaag agtcaacaca gactgtccaa gctctgcagt attcaactgt tgatggtcca 1440 

69 ctaacagcaa gcaaagattt agaaataaaa aacttaaaag aagaaattga aaaactaaga 1500 

71 aaacaagtaa cagaatcaag tcatttggaa cagcaacttg aagaagctaa tgctgtgagg 1560 

73 caagaactag atgatgcttt tagacaaatc aaggcttatg aaaaacaaat caaaacgtta 1620 

75 caacaagaaa gagaagatct aaataaggaa ctagtccagg ctagtgagcg attaaaaaac 1680 

77 caatccaaag agctgaaaga cgcacactgt cagaggaaac tggccatgca ggaattcatg 1740 
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79 gagatcaatg agcggctaac agaattgcac acccaaaaac agaaacttgc tcgccatgtc 1800 

81 cgagataagg aagaagaggt ggacctggtg atgcaaaaag ttgaaagctt aaggcaagaa 1860 

83 ctgcgcagaa cagaaagagc caaaaaagag gttagtattc atacagaagc tctagctgct 1920 

85 gaagcatcta aagacaggaa gctacgtgaa cagagtgagc actattctaa gcaactggaa 1980 

87 aatgaattgg agggactgaa. gcaaaaacaa attagttact caccaggagt atgcagcata 2040 

89 gaacatcagc aagagataac caaactaaag actgatttgg aaaagaaaag tatcttttat 2100 

91 gaagaagaat tatctaaaag agaaggaata catgcaaatg aaataaaaaa tcttaagaaa 2160 

93 gaactgcatg attcagaagg tcagcaactt gctctcaaca aagaaattat gattttaaaa 2220 

95 gacaaattgg aaaaaaccag aagagaaagt caaagtgaaa gggaggaatt tgaaagtgag 2280 

97 ttcaaacaac aatatgaacg agaaaaagtg ttgttaactg aagaaaataa aaagctgacg 2340 

99 agtgaacttg ataagcttac tactttgtat gagaacttaa gtatacacaa ccagcagtta 2400 
lOlgaagaagagg ttaaagatct agcagacaag aaagaatcag ttgcacattg ggaagcccaa 2460 
103 atcacagaaa taattcagtg ggtcagcgat gaaaaggatg cacgagggta tcttcaggcc 2520 
105 ttagcttcta aaatgactga agaattggag gcattaagaa attccagctt gggtacacga 2580 
107 gcaacagata tgccctggaa aatgcgtcgt tttgcgaaac tggatatgtc agctagactg 2640 
109 gagttgcagt cggctctgga tgcagaaata agagccaaac aggccatcca agaagagttg 2700 
111 aataaagtta aagcatctaa tatcataaca gaatgtaaac taaaagattc agagaagaag 2760 
113 aacttggaac tactctcaga aatcgaacag ctgataaagg acactgaaga gcttagatct 2820 
115 gaaaagggta tagagcacca agactcacag cattctttct tggcattttt gaatacgcct 2880 
117 accgatgctc tggatcaatt tgaacgctct ccatcctgta ctccagctag caaaggcaga 2940 
119 cgtactgtag actccactcc actttcagtt cacacaccaa ccttaaggaa aaaaggatgt 3000 
121 cctggttcaa ctggctttcc acctaagcgc aagactcacc agttttttgt aaaatctttt 3060 
123 actactccta ccaagtgtca tcagtgtacc tccttgatgg tgggtttaat aagacagggc 3120 
125 tgttcatgtg aagtgtgtgg attctcatgc catataactt gtgtaaacaa agctccaacc 3180 
127 acttgtccag ttcctcctga acagacaaaa ggtcccctgg gtatagatcc tcagaaagga 3240 
129 ataggaacag catatgaagg tcatgtcagg attcctaagc cagctggagt gaagaaaggg 3300 
131 tggcagagag cactggctat agtgtgtgac ttcaaactct ttctgtacga tattgctgaa 3360 
133 ggaaaagcat ctcagcccag tgttgtcatt agtcaagtga ttgacatgag ggatgaagaa, 3420 
135 ttttctgtga gttcagtctt ggcttctgat gttatccatg caagtcggaa agatataccc 3480 
137 tgtatattta gggtcacagc ttcccagctc tcagcatcta ataacaaatg ttcaatcctg 3540 
139 atgctagcag acactgagaa tgagaagaat aagtgggtgg gagtgctgag tgaattgcac 3600 
141 aagattttga agaaaaacaa attcagagac cgctcagtct atgttcccaa agaggcttat 3660 
143 gacagcactc tacccctcat taaaacaacc caggcagccg caatcataga tcatgaaaga 3720 
145 attgctttgg gaaacgaaga agggttattt gttgtacatg tcaccaaaga tgaaattatt 3780 
147 agagttggtg acaataagaa gattcatcag attgaactca ttccaaatga tcagcttgtt 3840 
149 gctgtgatct caggacgaaa tcgtcatgta cgactttttc ctatgtcagc attggatggg 3900 
151 cgagagaccg atttttacaa gctgtcagaa actaaagggt gtcaaaccgt aacttctgga 3960 
153 aaggtgcgcc atggagctct cacatgcctg tgtgtggcta tgaaaaggca ggtcctctgt 4020 
155 tatgaactat ttcagagcaa gacccgtcac agaaaattta aagaaattca agtcccatat 4080 
157 aatgtccagt ggatggcaat cttcagtgaa caactctgtg tgggattcca gtcaggattt 4140 
159 ctaagatacc ccttgaatgg agaaggaaat ccatacagta tgctccattc aaatgaccat 4200 
161 acactatcat ttattgcaca tcaaccaatg gatgctatct gcgcagttga gatctccagt 4260 
163 aaagaatatc tgctgtgttt taacagcatt gggatataca ctgactgcca gggccgaaga 4320 
165 tctagacaac aggaattgat gtggccagca aatccttcct cttgttgtta caatgcacca 4380 
167 tatctctcgg tgtacagtga aaatgcagtt gatatctttg atgtgaactc catggaatgg 4440 
169 attcagactc ttcctctcaa aaaggttcga cccttaaaca atgaaggatc attaaatctt 4500 
1-71 ttagggttgg agaccattag attaatatat ttcaaaaata agatggcaga aggggacgaa 4560 
173 ctggtagtac ctgaaacatc agataatagt cggaaacaaa tggttagaaa cattaacaat 4620 
175 aagcggcgtt attccttcag agtcccagaa gaggaaagga tgcagcagag gagggaaatg 4680 
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177 ctacgagatc cagaaatgag aaataaatta 
179 gcacacatgg gtcctggaga tggaatacag 
181 cctcaggaaa gtcggacagt attcagtggc 
183 cgccctgagc caggccgctc catgagtgct 
185 cagaatggca gcgcattaaa gagggaattc 
187 cccatgccct ccccgtcaga gggctctttg 
189 gccccagcga gggactttga cggagaggac 
191 aacagttcca acctaagcag ccccccaagc 
193 tccctggaga gcactgaccg cgggagctgg 

196 <210> SEQ ID NO: 2 

197 <211> LENGTH: 1732 

198 <212> TYPE: PRT 

199 <213> ORGANISM: Homo sapiens 
201 <400> SEQUENCE: 2 



203 


Met Ser 


Gly 


Glu 


Val 


Arg Leu 


Arg 


Gin 


Leu 


Glu Gin 


Phe 


lie 


Leu Asp 


204 


1 






5 








10 








15 


207 


Gly Pro 


Ala 


Gin 


Thr 


Asn Gly 


Gin 


Cys 


Phe 


Ser Val 


Glu 


Thr 


Leu Leu 


208 






20 








25 








30 




211 


Asp lie 


Leu 


He 


Cys 


Leu Tyr 


Asp 


Glu 


Cys 


Asn Asn 


Ser 


Pro 


Leu Arg 


212 




35 








40 








45 






215 


Arg Glu 


Lys 


Asn 


He 


Leu Glu 


Tyr 


Leu 


Glu 


Trp Ala 


Lys 


Pro 


Phe Thr 


216 


50 








55 








60 








219 


Ser Lys 


Val 


Lys 


Gin 


Met Arg 


Leu 


His 


Arg 


Glu Asp 


Phe 


Glu 


He Leu 


220 


65 








70 








75 






80 


223 


Lys Val 


He 


Gly 


Arg 


Gly Ala 


Phe 


Gly 


Glu 


Val Ala 


Val 


Val 


Lys Leu 


224 








85 








90 








95 


227 


Lys Asn 


Ala 


Asp 


Lys 


Val Phe 


Ala 


Met 


Lys 


He Leu 


Asn 


Lys 


Trp Glu 


228 






100 








105 








110 




231 


Met Leu 


Lys 


Arg 


Ala 


Glu Thr 


Ala 


Cys 


Phe 


Arg Glu 


Glu 


Arg 


Asp Val 


232 




115 








120 








125 






235 


Leu Val 


Asn 


Gly 


Asp 


Asn Lys 


Trp 


He 


Thr 


Thr Leu 


His 


Tyr 


Ala Phe 


236 


130 








135 








140 








239 


Gin Asp 


Asp 


Asn 


Asn 


Leu Tyr 


Leu 


Val 


Met 


Asp Tyr 


Tyr 


Val 


Gly Gly 


240 


145 








150 








155 






160 


243 


Asp Leu 


Leu 


Thr 


Leu 


Leu Ser 


Lys 


Phe 


Glu 


Asp Arg 


Leu 


Pro 


Glu Asp 


244 








165 








170 








175 


247 


Met Ala 


Arg 


Phe 


«Py r 


Leu Ala 


Glu 


Met 


Val 


He Ala 


He 


Asp 


Ser Val 


248 






180 








185 








190 




251 


His Gin 


Leu 


His 


Tyr 


Val His 


Arg 


Asp 


He 


Lys Pro 


Asp 


Asn 


lie Leu 


252 




195 








200 








205 






255 


Met Asp 


Met 


Asn 


Gly 


His He 


Arg 


Leu 


Ala 


Asp Phe 


Gly 


Ser 


Cys Leu 


256 


210 








215 








220 








259 


Lys Leu 


Met 


Glu 


Asp 


Gly Thr 


Val 


Gin 


Ser 


Ser Val 


Ala 


Val 


Gly Thr 


260 


225 








230 








235 






240 


263 


Pro Asp 


Tyr 


He 


Ser 


Pro Glu 


He 


Leu 


Gin 


Ala Met 


Glu 


Asp 


Gly Lys 


264 








245 








250 








255 


267 


Gly Arg 


Tyr 


Gly 


Pro 


Glu Cys 


Asp 


Trp 


Trp 


Ser Leu 


Gly 


Val 


Cys Met 


268 






260 








265 








270 




271 


Tyr Glu 


Met 


Leu 


Tyr 


Gly Glu 


Thr 


Pro 


Phe 


Tyr Ala 


Glu 


Ser 


Leu Val 



atttctaatc caactaattt taatcacata 4740 

atcctgaaag atctgcccat gaaccctcgg 4800 

tcagtcagta ttccatctat caccaaatcc 4860 

agcagtggct tgtcagcaag gtcatccgca 4 920 

tctggaggaa gctacagtgc caagcggcag 4980 

tcctctggag gcatggacca aggaagtgat 5040 

tctgactctc cgaggcattc pacagcttcc 5100 

ccagtttcac cccgaaaaac caagagcctc 5160 

gacccgtga 5199 
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272 






275 










280 










285 








275 


Glu 


Thr 


Tyr 


Gly. 


Lys 


He 


Met 


Asn 


His 


Lys 


Glu 


Arg 


Phe 


Gin 


Phe 


Pro 


276 




290 










295 










300 










279 


Ala 


Gin 


Val 


Thr 


Asp 


Val 


Ser 


Glu 


Asn 


Ala 


Lys 


Asp 


Leu 


He 


Arg 


Arg 


280 


305 










310 










315 










320 


283 


Leu 


lie 


Cys 


Ser 


Arg 


Glu 


His 


Arg 


Leu 


Gly 


Gin 


Asn 


Gly 


He 


Glu 


Asp 


284 










325 










330 










335 




287 


Phe 


Lys 


Lys 


His 


Pro 


Phe 


Phe 


Ser 


Gly 


He 


Asp 


Trp 


Asp 


Asn 


He 


Arg 


288 








340 










345 










350 






291 


Asn 


Cys 


Glu 


Ala 


Pro 


Tyr 


He 


Pro 


Glu 


Val 


Ser 


Ser 


Pro 


Thr 


Asp 


Thr 


292 




355 










360 










365 








295 


Ser 


Asn 


Phe 


Asp 


Val 


Asp 


Asp 


Asp 


Cys 


Leu 


Lys 


Asn 


Ser 


Glu 


Thr 


Met 


296 




370 










375 










380 










299 


Pro 


Pro 


Pro 


Thr 


His 


Thr 


Ala 


Phe 


Ser 


Gly 


His 


His 


Leu 


Pro 


Phe 


Val 


300 


385 










390 










395 










400 


303 


Gly 


Phe 


Thr 


Tyr 


Thr 


Ser 


Ser 


Cys 


Val 


Leu 


Ser 


Asp 


Arg 


Ser 


Cys 


Leu 


304 










405 










410 










415 




307 


Arg 


Val 


Thr 


Ala 


Gly 


Pro 


Thr 


Ser 


Leu 


Asp 


Leu 


Asp 


Val 


Asn 


Val 


Gin 


308 








420 










425 










430 






311 


Arg 


Thr 


Leu 


Asp 


Asn 


Asn 


Leu 


Ala 


Thr 


Glu 


Ala 


Tyr 


Glu 


Arg 


Arg 


He 


312 






435 










440 










445 








315 


Lys 


Arg 


Leu 


Glu 


Gin 


Glu 


Lys 


Leu 


Glu 


Leu 


Ser 


Arg 


Lys 


Leu 


Gin 


Glu 


316 




450 










455 










460 










319 


Ser 


Thr 


Gin 


Thr 


Val 


Gin 


Ala 


Leu 


Gin 




Ser 


Thr 


Val 


Asp 


Gly 


Pro 


320 


465 










470 










475 










480 


323 


Leu 


Thr 


Ala 


Ser 


Lys 


Asp 


Leu 


Glu 


He 


Lys 


Asn 


Leu 


Lys 


Glu 


Glu 


He 


324 










485 










490 










495 




327 


Glu 


Lys 


Leu 


Arg 


Lys 


Gin 


Val 


Thr 


Glu 


Ser 


Ser 


His 


Leu 


Glu 


Gin 


Gin 


328 








500 










505 










510 






331 


Leu 


Glu 


Glu 


Ala 


Asn 


Ala 


Val 


Arg 


Gin 


Glu 


Leu 


Asp 


Asp 


Ala 


Phe 


Arg 


332 






515 










520 










525 








335 


Gin 


He 


Lys 


Ala 


Tyr 


Glu 


Lys 


Gin 


lie 


Lys 


Thr 


Leu 


Gin 


Gin 


Glu 


Arg 


336 




530 










535 










540 










339 


Glu 


Asp 


Leu 


Asn 


Lys 


Glu 


Leu 


Val 


Gin 


Ala 


Ser 


Glu 


Arg 


Leu 


Lys 


Asn 


340 


545 










550 










555 










560 


343 


Gin 


Ser 


Lys 


Glu 


Leu 


Lys 


Asp 


Ala 


His 


Cys 


Gin 


Arg 


Lys 


Leu 


Ala 


Met 


344 










565 










570 










575 




347 


Gin 


Glu 


Phe 


Met 


Glu 


He 


Asn 


Glu 


Arg 


Leu 


Thr 


Glu 


Leu 


His 


Thr 


Gin 


348 








580 










585 










590 






351 


Lys 


Gin 


Lys 


Leu 


Ala 


Arg 


His 


Val 


Arg 


Asp 


Lys 


Glu 


Glu 


Glu 


Val 


Asp 


352 






595 










600 










605 








355 


Leu 


Val 


Met 


Gin 


Lys 


Val 


Glu 


Ser 


Leu 


Arg 


Gin 


Glu 


Leu 


Arg 


Arg 


Thr 


356 




610 










615 










620 










359 


Glu 


Arg 


Ala 


Lys 


Lys 


Glu 


Val 


Ser 


He 


His 


Thr 


Glu 


Ala 


Leu 


Ala 


Ala 


360 


625 










630 










635 










640 


363 


Glu 


Ala 


Ser 


Lys 


Asp 


Arg 


Lys 


Leu 


Arg 


Glu 


Gin 


Ser 


Glu 


His 


Tyr 


Ser 


364 










645 










650 










655 




367 


Lys 


Gin 


Leu 


Glu 


Asn 


Glu 


Leu 


Glu 


Gly 


Leu 


Lys 


Gin 


Lys 


Gin 


He 


Ser 


368 






660 










665 










670 
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371 


Tyr 


Ser 


Pro 


Gly 


Val 


Cys 


Ser 


He Glu 


His 


Gin 


Gin 


Glu 


He Thr Lys 


372 






675 








680 








685 




375 


Leu 


Lys 


Thr 


Asp 


Leu 


Glu 


Lys 


Lys Ser 


He 


Phe 


Tyr 


Glu 


Glu Glu Leu 


376 




690 










695 








700 






379 


Ser 


Lys 


Arg 


Glu 


Gly 


He 


His 


Ala Asn 


Glu 


He 


Lys 


Asn 


Leu Lys Lys 


380 


705 










710 








715 






720 


383 


Glu 


Leu 


His 


Asp 


Ser 


Glu 


Gly 


Gin Gin 


Leu 


Ala 


Leu 


Asn 


Lys Glu He 


384 








725 








730 








735 


387 


Met 


lie 


Leu 


Lys 


Asp 


Lys 


Leu 


Glu Lys 


Thr 


Arg 


Arg 


Glu 


Ser Gin Ser 


388 








740 








745 










750 


391 


Glu 


Arg 


Glu 


Glu 


Phe 


Glu 


Ser 


Glu Phe 


Lys 


Gin 


Gin 


Tyr 


Glu Arg Glu 


392 




755 










760 








765 




395 


Lys 


Val 


Leu 


Leu 


Thr 


Glu 


Glu 


Asn Lys 


Lys 


Leu 


Thr 


Ser 


Glu Leu Asp 


396 


770 










775 








780 






399 


Lys 


Leu 


Thr 


Thr 


Leu 


Tyr 


Glu 


Asn Leu 


Ser 


He 


His 


Asn 


Gin Gin Leu 


400 


785 










790 








795 






800 


403 


Glu 


Glu 


Glu 


Val 


Lys 


Asp 


Leu 


Ala Asp 


Lys 


Lys 


Glu 


Ser 


Val Ala His 


404 










805 








810 








815 


407 


Trp 


Glu 


Ala 


Gin 


He 


Thr 


Glu 


He He 


Gin 


Trp 


Val 


Ser 


Asp Glu Lys 


408 






820 








825 










830 


411 


Asp 


Ala 


Arg 


Gly 


Tyr 


Leu 


Gin 


Ala Leu 


Ala 


Ser 


Lys 


Met 


Thr Glu Glu 


412 






835 










840 








845 




415 


Leu 


Glu 


Ala 


Leu 


Arg 


Asn 


Ser 


Ser Leu 


Gly 


Thr 


Arg 


Ala 


Thr Asp Met 


416 




850 










855 








860 






419 


Pro 


Trp 


Lys 


Met 


Arg 


Arg 


Phe 


Ala Lys 


Leu 


Asp 


Met 


Ser 


Ala Arg Leu 


420 


865 










870 








875 






880 


423 


Glu 


Leu 


Gin 


Ser 


Ala 


Leu 


Asp 


Ala Glu 


He 


Arg 


Ala 


Lys 


Gin Ala He 


424 










885 








890 








895 


427 


Gin 


Glu 


Glu 


Leu 


Asn 


Lys 


Val 


Lys Ala 


Ser 


Asn 


He 


He 


Thr Glu Cys 


428 








900 








905 










910 


431 


Lys 


Leu 


Lys 


Asp 


Ser 


Glu 


Lys 


Lys Asn 


Leu 


Glu 


Leu 


Leu 


Ser Glu He 


432 






915 










920 








925 




435 


Glu 


Gin 


Leu 


He 


Lys 


Asp 


Thr 


Glu Glu 


Leu 


Arg 


Ser 


Glu 


Lys Gly He 


436 




930 










935 








940 






439 


Glu 


His 


Gin 


Asp 


Ser 


Gin 


His 


Ser Phe 


Leu 


Ala 


Phe 


Leu 


Asn Thr Pro 


440 


945 








950 








955 






960 


443 


Thr 


Asp 


Ala 


Leu 


Asp 


Gin 


Phe 


Glu Arg 


Ser 


Pro 


Ser 


Cys 


Thr Pro Ala 


444 








965 








970 








975 


447 


Ser 


Lys 


Gly 


Arg 


Arg 


Thr 


Val 


Asp Ser 


Thr 


Pro 


Leu 


Ser 


Val His Thr 


448 








980 








985 










990 



451 Pro Thr Leu Arg Lys Lys Gly Cys Pro Gly Ser Thr Gly Phe Pro Pro 
' 452 995 1000 1005 



455 Lys Arg Lys Thr His Gin Phe Phe Val Lys Ser Phe Thr Thr Pro 

456 1010 1015 1020 

459 Thr Lys Cys His Gin Cys Thr Ser Leu Met Val Gly Leu He Arg 

460 1025 1030 1035 

463 Gin Gly Cys Ser Cys Glu Val Cys Gly Phe Ser Cys His He Thr 

464 1040 1045 1050 

467 Cys Val Asn Lys Ala Pro Thr Thr Cys Pro Val Pro Pro Glu Gin 
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RAW SEQUENCE LISTING ERROR SUMMARY DATE: 10/21/2003 

PATENT APPLICATION: US/10/679,366 TIME: 14:49:13 

Input Set : E:\AM101072 (US) .ST25.txt 
Output Set: N:\CRF4\10212003\j679366.raw 

Please Note: 

Use of n and/or Xaa have been detected In the Sequence Listing. Please review the 
Sequence Listing to ensure that a corresponding explanation is presented in the <220> 
to <223> fields of eaah sequence whiah presents at least one n or Xaa. 

Seq#:3; N Pos. 41338,41339,41340,41341,41342,41343,41344,41345,41346,41347 

Seq#:3; N Pos. 41348,41349,41350,41351,41352,41353,41354,41355,41356,41357 

Seq#:3; N Pos. 41358,41359,41360,41361,41362,41363,41364,41365,41366,41367 

Seq#:3; N Pos. 41368,41369,41370,41371,41372,41373,41374,41375,41376,41377 

Seq#:3; N Pos. 41378,41379,41380,41381,41382,41383,41384,41385,41386,41387 

Seq#:3; N Pos. 41388,41389,41390,41391,41392,41393,41394,41395,41396,41397 

Seq#:3; N Pos. 41398/41399/41400,41401,41402,41403,41404,41405,41406,41407 

Seq#:3; K Pos. 41408,41409,41410,41411,41412,41413,41414,41415,41416,41417 

Seq#:3; N Pos. 41418,41419,41420,41421,41422,41423,41424,41425,41426,41427 

Seq*:3; N Pos. 41428,41429,41430,41431,41432,41433,41434,41435,41436,41437 

Seq#:3; N Pos. 41438,41439,41440,41441,41442,41443,41444,41445,41446,41447 

Seq#:3; N Pos. 41448,41449,41450,41451,41452,41453,41454,41455,41456,41457 

Seq#:3; N Pos. 41458,41459,41460,414 61,41462,41463,41464,41465,41466,414 67 

Seq#:3; N Pos. 41468,41469,41470,41471,41472,41473,41474,41475,41476,41477 

Seq#:3; N Pos. 41478,41479,41480,41481,41482,41483,41484,41485,41486,41487 

Seq#:3; K Pos. 41488,41489,41490,41491,41492,41493,41494,41495,41496,41497 

Seq#:3; N Pos. 41498,41499,41500,41501,41502,41503,41504,41505,41506,41507 

Seq#:3; N Pos. 41508,41509,41510,41511,41512,41513,41514,41515,41516,41517 

Seq#:3; N Pos. 41518,41519,41520 

Seq#:3; N Pos. 177073,177074,177075,177076,177077,177078,177079,177080 

Seq#:3; N Pos. 177081,177082,177083,177084,177085,177086,177087,177088 

Seq#:3; N Pos. 177089,177090,177091,177092 
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VERIFICATION SUMMARY DATE: 10/21/2003 

PATENT APPLICATION: US/10/679,366 TIME: 14:49:13 

Input Set : E:\AM101072 (US) .ST25.txt 
Output Set: N:\CRF4\10212003\J679366.raw 

L:ll M:270 C: Current Application Number differs, Replaced Current Application No 
L:ll M:271 C: Current Filing Date differs, Replaced Current Filing Date 
L:2044 M:341 W: (46) "n" or »Xaa H used, for.SEQ ID#:3 after pos.:41280 
M:341 Repeated in SeqNo~3 
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